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Overview of presentation

• Introduction of Epigenomics

• Center for epigenomics Einstein
 New DNA methylation assay development

• Data management using WikiLIMs
 Sample submission and retrieving results
 Electronic lab notebook



The epigenome, a complex system

•Epigenetic regulators



The Einstein Center for Epigenomics

• Epigenomic dysregulation in human disease
• Novel technologies
• Data management and analysis



Epigenomic assays
•Chromatin immunoprecipitation (ChIP) assays



Epigenomic assays
•Cytosine methylation assays



The Einstein Center for Epigenomics

• Sample submission & analysis need to be
integrated
• Development of such a system at Einstein
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• A system that is quickly constructed and easily revised
• A system that can handle many data types
• A modular and transparent system
• A Web‐based system

WikiLIMs:



WikiLIMs:



WikiLIMs: User main page



WikiLIMs:Sample submission management



WikiLIMs:



WikiLIMs: Sequence data management



WikiLIMs: Sequence data management



WikiLIMs: Sequence data management



WikiLIMs: Sequence data management



WikiLIMs: Sequence data management



WikiLIMs: Sequence data management



WikiLIMs: electronic lab notebook



WikiLIMs: electronic lab notebook



WikiLIMs: electronic lab notebook



Summary

Development of new epigenomic assays criCcally dependent on
analyCcal capacity

Provision of these assays to researchers depends further on
integraCon of data generaCon and data analysis services

WikiLIMS used to provide interface to analyCcal services

Automated analyCcal pipelines increase efficiency of services

These systems are inherently expandable and adaptable
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